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· Background and objectives

Arcobacter spp. is Gram-negative, slender, spiral-shaped rods and belong to the family Campylobacteraceae. Many of these species have been isolated especially from poultry, meat, faeces, and from aborted cattle foetuses. Major route of Arcobacter transmission to human is consumption of contaminated foods of animal origin as well as non-treated water drinking . Resistance to commonly used antibiotics observed among Arcobacter spp. emphasises the importance of research in this area [1]. The aim of this study was to evaluate the antimicrobial susceptibility of A. butzleri and A. cryaerophilus isolated from meat poultry, waste water and human faeces within the Czech Republic.

· Methods

In this study, 100 strains of A. butzleri and A. cryaerophilus were tested for their susceptibility to overall 18 antimicrobial agents. Susceptibility of Arcobacter-isolates were tested by the disk-diffusion method described earlier [2].

· Conclusions

We report the antimicrobial susceptibility of Arcobacter isolates within the Czech Republic for the first time. It can be stated that the most of Arcobacter-isolates were resistant to one or more tested antimicrobial agents (99.0 %, n=99). Most of isolates were resistant to ß-lactam antibiotics and lincosasmides. Tetracycline, doxycycline and aminoglykosides were found to be highly efficient against both, A. butzleri and A. cryaerophilus. However, various Arcobacter isolates vary in their susceptibility to various antibiotics. The multidrug-resistance was found in case of 93.8% (n=75) of A. butzleri isolates and 70.0% (n=14) of A. cryaerophilus isolates. 
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